Figure S1
The U4 5'-SL RNA is part of the U4/U6 spliceosomal complex and is found between regions where the U4 RNA is base-paired with the U6. The U4 5'-SL RNA is recognized by 15.5K at the K-turn region. hPrp31 is subsequently recruited to the complex. 
Figure S4
NOE connections expected from the protein-bound, bent conformation of the U4 RNA but not from the unbound extended conformation. All these NOEs are not observed in the NOESY spectra of the U4-Kt RNA in solution. Only predicted NOE connections involving either a H1' or a base proton at a distance < 3.5 Å are depicted. Red and green lines indicate the connections expected for the A-minor interaction in the bent conformation and for the internal loop region, respectively.
Figure S5
Mg 2+ titration of the 13 C/ 15 N labelled I2 strand of the U4-Kt2 RNA in duplex with the unlabelled I1 strand. The C6/C8/C2-H6/H8/H2 correlation is shown. The resonances of the A29-G35 region are affected the most by the addition of Mg 2+ .
Figure S6
Excerpt of the NOESY spectrum (mixing time, 150 ms) in aqueous solvent used to assign the imino protons. The 1D spectrum of the imino proton region is shown on the top. Highlighted are the NOEs involving the imino protons of G32 and G43 and used for their assignment.
